INTRODUCTION
The species Apis mellifera L. has a quite unusually large area of distribution. It extends from Southern Scandinavia in the North to the Cape of Good Hope in the South, from Dakar in the West to the Urals, Mashad and to the coast of Oman in the East. It was experimentally shown that it is in fact a single species, as all the different types from this enormous region, comprising the whole western part of the Old World, interbreed with full fertility.
It is evident that the different types originated by geographic isolation and ecological adaptations. They were partly described as early as the beginning of the l9th century, but this gave rise to quite a lot of confusion due to the lack of definition serious work in our time.
The few characters used by A LPATOV and GoETZE (mainly colour, cubital index, hairs and certain measurements of size) were adequate to discriminate the European races from each other; but a glance at the globe shows that Europe comprises only a very small part of the whole natural distribution area of A. mellifera. Furthermore, the bees studied were from the temperate zone, which they had presumably occupied only in the postglacial period, having spread from the old &dquo; gene centers &dquo; of the honeybee in the warmer zones. To understand correctly the true nature of the races of bees (including these European races) and their relationship, a knowledge of the whole spectrum of bee races is necessary.
A study of the races of bees, based on modern methods in biometrics, is an urgent need because in some regions the local bees are being irreversibely hybridized by heavy importations of other races. For instance, the northwestern border of the carnica race in the Alps was clearly located by samples collected in the years 1949/1951 fig. 1 -10 ).
They consist of the characters introduced and tested by A LPATOV and G O E T ZE, i.e. pilosity, size, colour, cubital venation (Nos. 1, 2, 3-17, 21, 22, 27-30, 42) , some of the angles in the wing venation tested by DuPttnw (1964) in collaboration with our laboratory (Nos. 31-41), and some newly selected characters (23) (24) (25) (26) In a third step, the so-called &dquo; DYNAMIC CLOUDS METHOD will allow partitions to be built among samples.
This last type of statistical analysis permits to obtain &dquo; standard-bees &dquo; and will lead to a dynamic grouping of samples. Fig. 11 shows the results obtained by multivariate analysis. Factor 1 on the horizontal axis, computed by the method of principal components from 33 characters, accounts for about 41 % of the total variability of the material and mainly concerns differences in size (the small bees are to the left, the large ones to the right).
RESULTS
Factor 2 (on the vertical axis), comprising 10 % of the total variability, is composed mainly of characteristics of pilosity and of wing venation.
The total variation within the whole species, all races included, is considerable. For 
